Supplementary Figure 1: Gene ontology analysis of the proteins downregulated by hypoxic tumor cells in either serum-replete or serum-free conditions. Supplementary Figure 2: qPCR validation of key hypoxia-induced proteins as identified by pSILAC analysis (expressed as Hx/Nx fold-change in gene expression, n = 3).
Supplementary Figure 3: Western blot of ERO1α expression in TGP47 mouse pancreatic cancer cells; Nx, normoxia;
NxSF, normoxia serum-free; Hx, hypoxia; HxSF, hypoxia serum-free. 
Supplementary Data 1: Data directly exported from Proteome Discoverer version 2.2 for pSILAC proteomic analysis of pancreatic cancer cell line (MIAPaCa-2) in serum and serum free condition under hypoxia. See Supplementary_Data_1

Supplementary Data 2: Results from bioinformatic data analysis. See Supplementary_Data_2
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